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EXHIBIT A 



Criteria for defining genomic overrepresentation and amplicons. Genes with 
copy number ratio > 1.40 (representing the upper 5% of the CGH ratios across all 
experiments) were considered to be overrepresented. A genomic fragment that 
contained six or more adjacent probes showing a copy number ratio > 1 .40, or a 
region with at least three adjacent probes with a copy number ratio > 1 .40 and no 
less than one probe with a ratio > 2.0, were considered to be amplicons. When 
indicated, the amplicon start and end positions were extended to symmetrically 
include 6 neighboring non-overrepresented probes (ratio < 1 .40). 

Relationship between genomic copy number and gene transcript level. The 

relationship between the levels of copy number and transcript changes was 
examined as described by Hyman et al (5). Briefly, within-slide normalized 
genome and transcript ratios in each cell line were log-transformed and median- 
centered; transcript data were also median-centered using values across 6 cell 
lines. For each gene, the CGH data were represented by a vector that was 
labeled "1" for genomic overrepresentation (including amplification) ratio greater 
than 1 .40 and "0" for no genomic overrepresentation. Genomic copy number 
(including amplification) was correlated with transcript expression by using 
signal-to-noise statistics. A weight W was calculated for each gene: W= (mgi - 
mgo)/(rgi + rgo), where mgi, rgi and mgo, rg 0 denote the means and standard 
deviations for the mRNA levels for genomic overrepresentation and non- 
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overrepresentation of the cell lines, respectively. To assess the statistical 
significance of each weight, 10,000 random permutations of the label vector were 
generated. The probability that a gene had a larger or equal weight by random 
permutation than the original weight was denoted by a, A low a (< 0.05) indicates 
a strong association between genomic overrepresentation and transcription. 
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Fig. 1S. 2D gel images of normal bronchial epithelial cells and lung 
adenocarcinoma cells (cell line H522). The red cycles indicate the up-regulated 
proteins in H522 cancer cell line. 
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Fig. 2S. Cropped 2D gel images of selected proteins in normal bronchial 
epithelial cells and lung adenocarcinoma cells. Images were cropped from 2D 
gels of individual cell lines run between pH 4 and pH 7. 
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Fig. 3S. Confirmation by Southern, northern, and western blot analyses of 
increased DNA copies, transcript levels, and protein levels in the genes identified 
in high-throughput microarray and proteomic analyses revealed close 
correlations in the extent of changes in gene copies, transcript, and protein of 
each of the four genes in the cancer cell lines. Each experiment was repeated at 
least three times. Bars indicate SDs of the mean of three individual experiments. 
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Fig. 4S. siRNAs against EEF1A2 or KCIP-1 specifically inhibit its expression, 
respectively. (A) Lung cancer cells were transfected with EEF1 A2-siRNA . 
scrambled siRNA. or PBS. Western blot analysis of protein expression was 
performed 48 h after transfection. The same filter was probed with B-actin 
antibody to control for even loading. (B) Luna cancer cells were treated with 
KCIP-1 -siRNA . scrambled siRNA. or PBS. Western blot analysis of protein 
expression was performed 48 h after transfection. 
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Fi g. 5S. Effect of EEF1A2 or KCIP-1 depletion on cell proliferation. The viability 
of cells at 48 after transfection was determined bv MTT staining to examine the 
effect of siRNA transfection on cancer cell proliferation. The growth rate was 
expressed as the percentage of viable EEF1 A2-siRNA3-tranfected cells (A) and 
KCIP-1 -siRNA3-tranfected cells (B) in relation to PBS-treated control cells and 
scrambled siRNA-treated cells. Bars indicate SDs of the mean of three individual 
experiments. 
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Fig. 6S. Survival analysis of 113 patients with stage 1 NSCLC based on EEF1A2 



(left) and KCIP-1 (right) expression status. 
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Table 1S. 587 genes with increases in DNA copy number detected by 
comparative genomic hybridization microarray in the lung adenocarcinoma cell 
lines 
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15 


45 26 


ST C12A1 




46 1 


NR2F3 




69 7 


PKM2 


15 


70 1 


AP3S2 


15 


88 


TDH2 

XX-^X 1I< 


15 


88 2 


MRPT 28 


16 


0 357 


RPT 23A 

IVl J_/Z> Jn 


16 


0 377 


SOT H 


16 


0 518 


PTGO 


16 


0 56 


RAR40C 


16 


0 58 


MSLN 


16 


0 753 


BAIAP3 


16 


1 3 




16 


1 3 


CT CN7 


16 


1 4 


MAPKRTP3 


16 


1 7 


TGFAT S 


16 


1 8 
1 .o 


HAGH 


16 


1 8 


RPL3L 


16 


1.9 


RPS2 


16 


1.95 


SYNGR3 


16 


2 


MMPL1 


16 


3.1 


CLDN9 ' 


16 


3.1 
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20 



PMS 

I 1VX.J 


16 

1 VJ 


16 3 


RPQ1 ^ A 


16 


18 7 


ART 6TP 


1 VJ 


18 7 

io. / 


roo7 


16 

X VJ 


19 


GTF3G1 


16 

X VJ 


27 4 


FTF398 


16 

1 VJ 


28 3 
..j 


ATP2A1 

r\ x it L*r\ x 


16 

X VJ 


28 9 




16 

X VJ 


28 9 


TT TFM 

X VJL J.VX 


16 

X \J 


28 9 


TRX6 


16 

X VJ 


30 1 


AT DOA 


16 

X VJ 


30 1 

JVJ. 1 


NMF4 


16 

X VJ 


S3 6 

J .\j 


CCJ 17 


16 

i VJ 


57 2 


GPRS 6 

VJJ7 XV.J VJ 


16 

I VJ 


57 4 


KTFG3 


16 

1 VJ 


57 5 


rr)Hi 


16 

1 VJ 


68 5 


kjli X XJ L. 


16 

i VJ 


69 




16 

I VJ 


69 5 


A ARS 


16 

1 VJ 


70 




16 

I VJ 


70 1 

/ VJ. X 


qt C7A5 


16 

I VJ 


87 6 

VJ / .VJ 


CA5A 


16 


87 7 


MVD 


16 


88 4 


CYBA 


16 


88.4 


CBFA2T3 


16 


88 6 

vj vj • vj 


APRT 

ru xv x 


16 

X VJ 


88 6 

(JO . VJ 


GAT NS 


16 

I VJ 


88 6 


mm s 

v-^i_ji I X <J 


16 

1 VJ 


88 9 


rpt n 

XVL L1J 


16 

1 VJ 


89 3 


N/rcp 

IVXV^X 


17 


32 4 


A ATF 

rvr\ x x 


17 
i / 


35 

JJ 


FRRR2 

XJ/XVXJlJZ. 


17 


35 11 


TOP? A 


1 7 


38 5 


CTR7 


17 
i / 


38 6 


KRT12 


17 


38.8 


KRT10 


17 


38.8 


KRT20 


17 


38.9 


KRTHA3A 


17 


39.4 


KRTHA4 


17 


39.4 
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21 



T/nTU A ID 

ISJv I rlAJo 


1 7 
1 / 


10 4 


1VK 1 rl A j 


1 7 

1 / 


10 ^ 


Rivl rlA / 


1 7 


10 S 


ISJyI rlAl 


1 7 


10 ^ 


l/DTTT A 0 

JsJvlriAZ 


1 7 
1 / 


10 ^ 


IVK I ID 


1 7 

1 / 


10 ^ 


IvK 1 14 


1 7 


10 ^ 


i/pTI 7 
JsJvl 1 / 


1 7 


10 ^ 


l/DTQ 

isJvi y 


1 7 

1 / 


10 A 


I^PTI 1 


1 7 
1 / 


10 6 


ISJvl 1 J 


1 7 
1 / 


10 f\ 


ISJvl iy 


1 7 


10 6 


RAP1 


1 7 

1 / 


10 R 


JUr 


1 7 
1 / 


J7.0 


APT V 


1 7 
1 / 


10 0 


PPT7 


1 7 
1 / 


40 10 


PCIV/TRI 


1 7 


40 0 


DliV^ IN 1 


1 7 
1 / 


Aft 0 


PAPP 


1 7 
1 / 


41 


AivrllN 


1 7 
1 / 


41.1 


PPT 77 


1 7 


A\ 1 
41.1 


MAAP 1 


1 7 
1 / 


4£ <\0 

40. jy 


CpAPI 
owVr 1 


1 7 
1 / 


A(\ f\ 
40.0 


nUAD 1 


1 7 


Afs 0 


flUADJ 


1 7 
1 / 


47 
4 / 


nUAD / 


1 7 


47 
4 / 


nWADJ 


1 7 

1 / 


47 


nUADZ 


1 7 
i / 


47 


RPi YR 1 1 


1 7 
l / 


47 1 


A 1 rJU 1 


1 7 
1 / 


47 1 
4 /.J 


rrlrS 


1 7 


47 a 
4 /.5 


TTP A 1 


1 7 

1 / 


45. J 


CPP A 


1 7 


AQ & 
45. 0 


pAT 1 A 1 


1 7 
1 / 


4Q A 
45. 0 


PT-TAD 


1 7 




CAV3 


17 


49 


CACNA1G 


17 


49 


ABCC3 


17 


49.1 


T0B1 


17 


49.3 
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22 



NME2 


17 


49.6 


T0M1 

X \^1VX 1 


17 

x / 


53.3 


TOM1L1 


17 

X / 


53.3 


COX 11 


17 


53 4 


RPL38 


17 


72.7 


SLC9A3R1 


17 


73.2 


FDXR 


17 


73.3 


ATP5H 


17 


73.5 


SMT3H2 


17 


73.6 


MSF 

1VXOX 


17 

X / 


75 7 


EVER1 


17 


76.6 


TK1 


17 


76.6 


SYNGR2 


17 


76.6 


BIRC5 


17 


76.7 


LGALS3BP 


17 


77.4 


CBX4 


17 


78.4 


MRPL12 


17 


80.2 


PDE6G 


17 

X / 


80.2 


P4HB 

X I X XX-/ 


17 

X / 


80 3 


PCYT2 


17 


80 4 


TGIF 


18 


3.4 


NAPG 


18 


10.5 


IMPA2 


18 


12 


AFG3L2 


18 


12.3 


PTPN2 


18 


12.8 


CDH2 


18 


25.4 


DSC3 


18 


28.5 


DSG1 


18 


28.8 


DSG3 


18 


28.9 


DSG2 


18 


29 


B4GALT6 


18 


29.1 


TTR 


18 


29.1 


MEP1B 

IVXX-fX X X-J 


18 

X u 


29 7 


PPAP2C 

x x ni 


19 


0.221 


PEPD 


19 


38.6 


GPI 


19 


39.55 


ZNF135 • 


19 


39.8 


ZNF140 


19 


39.8 


SCN1B 


19 


40.2 
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23 



HPN 


19 

x y 


40 2 


ZNF146 


19 

x y 


41.4 


7NF345 


19 

i y 


42 


DPF1 


19 

x y 


43 4 


SPTNT2 

OX XX il^ 


19 

x y 


43 4 


X kJlVXXj/O 


19 

i y 


43 5 


YTF1P 

X XX 1 X 


19 

i y 


43 5 


RYR1 

XV X IV X 


19 

i y 


43 6 


ST IPT5H 

Jul X JH 


19 

i y 


44 6 


RPS16 

XVX LJ X \J 


19 

1 y 


44 6 


RCKDHA 


19 

i y 


46 6 


CFACAM4 

v^ L^r\. v^-tvlvxt^ 


19 

i y 


46 8 


CFACAM5 


19 

l y 


46 9 


CFACAM6 


19 

i y 


46 9 


CFACAM3 


19 

i y 


47 


ATP 1 A3 


19 

i y 


47.1 


RABAC1 


19 

i y 


47.1 


GPR4 

VJX AVi 


19 

i y 


50 8 


FMT 2 


19 

i y 


50 8 


GPR 1 9 

vj x xv x y 


19 

i y 


50 8 


GTP 

VJXX 


19 

i y 


50 8 


GIPR 

VJXX XV 


19 

i y 


50 8 


SNRPD2 


19 

i y 


50 9 


PSCD2 


19 

i y 


53.6 


GRIN2D 

VJXVX1 ^( -t- IS 


19 

i y 


53 6 

~s*y . v 


KDELR1 

X\ 1 /X^J-^fXV 1 


19 

i y 


53 6 


TNNI3 

X 1 t| J. t| x«j 


19 

i y 


60 3 

W.J 


TNNT1 

1 ill 1 ! i 1 


19 

v y 


60 3 


PTPRH 

X XX XVX X 


19 

i y 


60 4 


SYT5 


19 

i y 


60 4 


IL1 1 


19 

i y 


60 6 


RPT 28 

XVX x^z.o 


19 

l y 


60 6 


PFG3 

X XJ/VJ J 


19 

l y 


61 9 

\J L ,y 


STK13 

LJ X XV 1 ~J 


19 

i y 


62 4 


ZNF272 


19 


62.5 


SEDLP 


19 


62.6 


ZNF211 


19 


62.8 


ZNF134 


19 


62.8 


ZNF154 


19 


62.9 
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24 



7NF274 


19 

i y 


63 4 




i y 


63 5 


7NF1 39 


19 


63 6 


RP^5 


19 

i y 


63 6 


I IRF9M 

vj J_) J_/Zr 1V± 


19 

i y 


63 7 


1 JVIIVIZVO 


19 

i y 


63 7 




90 


35 4 


DAP 


20 

Z,v 


35 6 


TGIF2 

A VJll Z« 


20 

Z \J 


35 8 


KTAA1219 


20 

z< \j 


37 8 


TOP1 


20 


40 3 




20 


45 1 


PRKCRP1 


90 


46 5 


9^1 RT 1 

1 OLj 1 


90 


61 4 


TDK 3 


90 


61 6 


1VL OZ* 1 


90 


61 6 


FFF1 A? 


90 


62 8 


IJRKT 1 


20 


63 3 


P20nrf1 4 


20 


63 3 


MYT1 

LVl 111 


90 

Z.V 


63 5 


TFF3 


21 
z. i 


42 6 

™Z» . \J 


TFF2 

1. 1 i z* 


21 

Z, 1 


42 7 


TFF1 


21 

Z, 1 


42 7 


PDXK 


21 

Z» 1 


44 


CSTB 


21 
z* i 


44 1 


MIF 


22 

Z# z* 


22 6 

Z,Z. .VJ 


CHRK2 


22 

Zr Z- 


27 4 

Z> / ,*T 


CDS1 


22 


27 4 

Z* / ,~T 




99 

zz. 


27 5 

Z. / .J 




99 

zz. 


36 4 


PRDY4 


A 


29 9 


PFr 


Y 
/V 


46 3 


U I ll 1 


Y 
/v 


46 3 


TTMP1 


Y 

/V 


46 3 


PIM2 


x 


47.6 


JM4 


X 


47.7 


JM5 


X 


47.7 


T54 


X 


47.8 


LM06 


X 


47.8 
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25 



PT P9 


V 
vV 


47 R 

"T / .O 


AV AP4 


V 
yv 


4R 7 
to. / 


IV/f AfTFm 

l\Lr\KJ IZLJ I 


V 


SO ^ 


PRi<r A 1 
rnivrv i 


Y 

A 


70 


RP^MY 
rvroTA 


v 


71 


COX7B 


x 


75.2 


ATP7A 


X 


75.3 


PGK1 


X 


75.4 


GPR23 


X 


76.1 


SSR4 


X 


152.6 
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Table 2S. Summary of amplicons in 6 lung adenocarcinoma cell lines by CGH 
microarray 



Location 


Start from p arm of each 
chromsome (Mb) 


End from p arm of 
each chromsome 


Size of the 
Amplicon (bp) 


lp36.23 


7,935,153 


8,990,392 


1,055,239 


lp36.11 


26,706,664 


26,924,602 


217,938 


lp34.1 


45,645,801 


45,753,660 


107,859 


lq21.33 


150,346,660 


153,583,682 


3,237,022 


lq24.2 


165,807,605 


166287379 


479,774 


2p25.1 


3,116,230 


5,792,115 


2,675,885 


2p25.1 


9,580,011 


10,903,558 


1,323,547 


2pll.2 


88,261,772 


89,459,144 


1,197,372 


2qll.2 


100,895,131 


102,103,403 


1,208,272 


2q32.3-33.1 


191,800,000 


198,190,504 


6,390,504 


2q35 


216,797,696 


217,354,662 


556,966 


3q22.3 


139,549,237 


140,591,166 


1,041,929 


3q25.1 


151,165,392 


152,403,677 


1,238,285 


3q25.33 


161,600,132 


162,305,862 


705,730 


4pl6.1 


6,812,868 


8,739,550 


1,926,682 


4q22.2 


89,077,881 


89,253,981 


176,100 


5pl5.33 


271,401 


971,160 


699,759 


5pl5.2 


10,303,371 


17,329,943 


7,026,572 


5pl3.1 


38,881,893 


40,871,072 


1,989,179 


5q32 


147,184,339 


148,013,909 


829,570 


5q35.3 


180,348,507 


180,603,502 


254,995 


6p22.3 


20,510,377 


22,679,871 


2,169,494 


6p21.33 


2,945,207 


3,102,759 


157,552 
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7p22.1 


5,405,698 


6,296,940 


891,242 


7pl5.3 


24,386,241 


26,026,216 


1,639,975 


7pl3 


45,701,327 


47,792,486 


2,091,159 


7qll.23 


72,542,549 


75,901,214 


3,358,665 


7q21.3 


93,159,360 


93,705,195 


545,835 


8q22.3 


98,856,461 


101,804,115 


2,947,654 


8q24.3. 


145,619,808 


146,043,698 


423,890 


9p22.1 


19,366,254 


21,132,144 


1,765,890 


9pl3.3 


33,230,196 


33,392,517 


162,321 


9q33.2 


120,657,888 


121,019,442 


361,554 


9q33.3 


124,720,183 


125,083,163 


362,980 


9q34. 1 1 


127,991,272 


128,117,822 


126,550 


10pl5.2 


3,099,712 


3,205,003 


105,291 


lOplS.l 


5228798 


5,895,379 


666,581 


llpl5.5 


2,422,797 


2,907,226 


484,429 


llplS.4 


8,016,756 


8,889,074 


872,318 


llp-15.1 


18,209,479 


20,361,904 


2,152,425 


llpll.2 


45,863,778 


46,678,696 


814,918 


llql2.3 


62,139,345 


62,356,136 


216,791 


llql3.2 


67,030,545 


67,198,753 


168,208 


llq21 


93,866,801 


93,872,392 


5,591 


12pl3.31 


6,326,276 


6,547,680 


221,404 


12ql3.13 


51,148,575 


54,782,854 


3,634,279 


12q23.2 


101,853,931 


105,144,375 


3,290,444 


12q24.31 


123,787,056 


123,873,214 


86,158 


14q21.3 


49,155,159 


49,872,026 


716,867 


15ql4 


37,660,567 


38,937,145 


1,276,578 


15q23 


69,889,948 


70,310,738 


420,790 
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15q23 


45,268,852 


45,272,849 


3,997 


15q26.1 


88,177,793 


88,446,712 


268,919 


16pl3.3 


357,397 


1,984,277 


1,626,880 


16pl3.3 


3,002,207 


3,004,507 


2,300 


16ql3.2 


9,762,923 


10,184,112 


421,189 


16pl2.3 


18,418,684 


18,998,855 


580,171 


16pll.2 


29,989,236 


30,004,583 


15,347 


16p21.31 


34,493,211 


35,546,536 


1,053,325 


16q22.2 


68,300,807 


68,890,598 


589,791 


16q24.2- 
24.3 


86,421,130 


88,158,450 


1,737,320 


17q21.2 


35,798,321 


37,328,798 


1,530,477 


1 7q2 1 .3 1 


38,215,678 


41,268,973 


3,053,295 


17q21.33 


44,836,419 


46,604,103 


1,767,684 


17q21.33- 
q22 


50333203 


50,401,053 


67,850 


17q25.1 


69,711,412 


70,380,692 


669,280 


17q25.2 


72,789,117 


73,732,372 


943,255 


17q25.3 


74,478,932 


75,427,826 


948,894 


17q25.3 


77,227,655 


77,462,586 


234,931 


18pl 1.21 


10,516,031 


12,874,334 


2,358,303 


18ql2.1 


23,784,934 


28,054,365 


4,269,431 


18ql2.1 


45,268,852 


45,272,849 


3,997. 


19ql3.13 


12,910,423 


12916303 


5,880 


19ql3.1 


38,569,699 


40,249,315 


1,679,616 


19ql3.12- 
13.2 


41,411,488 


43,770,012 


2,358,524 


19ql3.2 


44,618,478 


44,628,052 


9,574 


19ql3.2 


46,595,544 


47,155,320 


559,776 


19ql3.32 


50,863,342 < 


50,887,282 


23,940 
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1 o^i 1 1 n 
lyql 5.51 


ci con 0/1/I 






1 Oz-i 1 1 A 0 

13.43 






J ) J70,7'tt 


20ql3.12 


43,874,662 


45,418,974 


1,544,312 


20ql3.33 


60,152,217 


62,377,837 


2,225,620 


21q22.3 


42,605,233 


44,020,687 


1,415,454 


22ql2.1 


22,561,118 


27,521,114 


4,959,996 


Xp22.11 


21,810,216 


23,464,172 


1,653,956 


XP11.23 


47,187,558 


48,787,809 


1,600,251 


xP 11.22 


49,658,442 


51,478,486 


1,820,044 


Xql3.1 


71,280,162 


71,583,499 


303,337 


Xq21.1 


71,280,162 


77,818,738 


6,538,576 


Xq28 


152,579,818 


152,584,801 


4,983 
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Table 3S. 587 genes with increased mRNA levels detected by transcript 
microarray in the lung adenocarcinoma cell lines 



Gene Symbol 


Chro. 


Distance from p arm of chromosome (Mb) 


ENOl 




8.5 


DDOST 




20.1 


SFN 




26.4 


MLP 




32.2 


AKR1A1 




45.4 


PRDX1 




45.4 


UQCRH 




46.2 


PABPN1 




57.1 


RPL7 




96.4 


COL11A1 




102.6 


TRIM29 




113.1 


KLF6 




114.7 


MCL1 




147.3 


PCSK2 




147.8 


PSMB4 




148.1 


S100A2 




150.4 


CALD1 




150.5 


JTB 




150.7 


RPS27 




150.7 


HAX1 




151 


MUC1 




151.9 


NQ03A2 




152.5 


CCT3 




153.1 


CRABP2 




153.4 


TKT 




159.3 


ATP1B1 




165.8 


CHIT1 




199.7 


SNRPE 




200.2 


IRS2 




203.9 


FBLN1 




204.3 


MGC9850 




214.9 


YWHAQ 


2 


9.6 


TNNI2 


2 


26.3 
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USP9Y 


2 


26.9 


TGFBR1 


2 


38.7 


WNT6 


2 


74 


GLRX 


2 


177.9 


FAS 


2 


191.7 


0DC1 


2 


10.6 0 


RPL31 


2 


101.2 0 


BENE 


2 


110.4 0 


CCT2 


2 


135.7 0 


STAT1 


2 


191.8 0 


HSPD1 


2 


198.3 0 


HSPE1 


2 


198.3 0 


RPL37A 


2 


217.3 0 


IGFBP2 


2 


217.5 0 


RPS7 


2 


3.3 0 


RAB1A 


2 


65.3 0 


IGKC 


2 


89.0 0 


LTF 


3 


46.3 


PSMF1 


3 


52.7 


HOXD9 


3 


101.9 


UMPS 


3 


150.6 


PFN2 


3 


151 


KPNA4 


3 


161.5 


SI OOP 


4 


6.7 


UGDH 


4 


39.3 


UCHL1 


4 


41.1 


SPP1 


4 


89.3 


EML1 


4 


104.1 


PLAT 


4 


143.3 


TRIM2 


4 


154.7 


FGB 


4 


156 


FGG 


4 


156 


MFGE8 


4 


186.7 


SDHA 


5 


0.251 


PDCD6 


5 


0.305 


CCT5 


5 


10.3 


PTPRF 


5 


14.2 


RPL37 


5 


40.8 
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SIAT4C 


5 


64.1 


ENC1 


5 


74 


QP-C 


5 


132.2 


GTF2E1 


5 


132.4 


BLZF1 


5 


133.3 


RABGGTB 


5 


133.7 


SPINK1 


5 


147.2 


XRCC3 


5 


178.1 


CRSP9 


5 


179.1 


CANX 


5 


179.2 


PMS2L1 


5 


198.2 


S0X4 


6 


21.7 


EFNB2 


6 


21.7 


HDGF 


6 


22.6 


RPS10 


6 


34.6 


RPL10A 


6 


35.4 


RAD23A 


6 


38.8 


VEGF 


6 


43.7 


OSF-2 


6 


45.4 


DRCTNNB1A 


6 


64.3 


ABCF1 


6 


159.2 


FSCN1 


7 


5.3 


FBXOll 


7 


5.3 


CYCS 


7 


24.9 


CG018 


7 


24.9 


METAP2 


7 


24.9 


CBX3 


7 


25.9 


CRYBA1 


7 
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TFCP2 


7 


43.9 


IGFBP3 


7 


45.7 


PLK3 


7 


72.7 


CLDN4 


7 


72.7 


HSPB1 


7 


75.5 


CALR 


7 


92.7 


PDAP1 


7 


93.1 


COL1A2 


7 


93.6 


ATP5J2 


7 


98.7 


AKR1B10 


7 


133.6 
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SIAT7B 


7 


140.9 


RPS20 


8 


56.7 


ZW10 


8 


61.6 


TCEB1 


8 


74.6 


LAPTM4B 


8 


98.5 


RPL30 


8 


98.7 


GGTL4 


8 


100.9 


PARD6A 


8 


101.2 


KCIP-1 


8 


101.6 


PABPC1 


8 


101.78 


LY6E 


8 


143.9 


EEF1D 


8 


144.4 


TSTA3 


8 


144.5 


PvPL8 


8 


145.6 


RPA1 


9 


19.4 


ALDH3A2 


9 


36.8 


SF3B2 


9 


38.4 


7-Sep 


9 


72.8 


ACTA2 


9 


72.9 


TRA1 


9 


117.1 


RPL35 


9 


121.1 


HSPA5 


9 


121.5 


LCN2 


9 


124.4 


OAZIN 


9 


130.3 


DPP7 


9 


133.4 


PFKP 


10 


3.2 


AKR1C1 


10 


5.1 


PLAU 


10 


75.6 


DSP 


10 


76.7 


CBLB 


10 


123.2 


TALDOl 


11 


0.434 


CLTCL1 


11 


1.7 


SLC22A1L 


11 


2.9 


TSSC3 


11 


2.9 


RPL27A 


11 


8.7 


ST5 


11 


8.8 


SAA1 


11 


116.6 


MYOZ1 


11 


18.4 
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LDHA 


11 


18.5 


ALDOA 


11 


33.7 


MDK 


11 


46.4 


EEF1G 


11 


62.6 


REG1B 


11 


66.9 


DOC-1R 


11 


67.5 


GSTP1 


11 


67.6 


DPEP1 


11 


95.1 


MMP7 


11 


102.4 


MMP12 


11 


102.8 


GAB2 


11 


109.6 


HYOU1 


11 


118.9 


EHD3 


12 


1.6 


SCNN1A 


12 


6.3 


KRT8 


12 


51.6 


KRT18 


12 


51.6 


KRT7 


12 


52.3 


KRT5 


12 


52.6 


KRT6E 


12 


52.6 


HADHA 


12 


55 


ERBB3 


12 


56.2 


NACA 


12 


56.8 


RAB14 


12 


67.3 


TM4SF3 


12 


71.2 


NTS 


12 


86.2 


CHAD 


12 


103.2 


ASCL1 


12 


103.3 


TXNRD1 


12 


104.6 


CKAP4 


12 


106.6 


COX6A1 


12 


120.7 


BGN 


12 


122.5 


RAN 


12 


129.88 


RPL36A 


14 


48.1 


PGD 


14 


50.7 


MPZ 


14 


61.2 


THBS2 


15 


37.5 


TRAF4 


15 


38.3 


SPINT1 


15 


38.7 
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RGN 


15 


42.8 


RPL17 


15 


45.26 


PKM2 


15 


70.1 


CYFIP2 


15 


76.6 


KIF21B 


15 


87.8 


IDH2 


15 


88.2 


RPL23A 


16 


0.377 


MSLN 


16 


0.753 


UBE2I 


16 


1.3 


RPS2 


16 


1.95 


CLDN9 


16 


3.1 


ARL6IP 


16 


18.7 


0SBPL1A 


16 


18.7 


EIF3S8 


16 


28.3 


TUFM 


16 


28.9 


ALDOA 


16 


30.1 


NME4 


16 


53.6 


GPR56 


16 


57.4 


CDH1 


16 


68.5 


NQOl 


16. 


69.5 


SLC7A5 


16 


87.6 


APRT 


16 


88.6 


GALNS 


16 


88.6 


RPL13 


16 


89.3 


ARAF 


17 


4.7 


PELO 


17 


19.6 


MCP 


17 


32.4 


ERBB2 


17 


35.11 


KRT17 


17 


39.5 


KRT19 


17 


39.6 


JUP 


17 


39.8 


CRF 


17 


40.39 


RPL27 


17 


41.1 


NME1 


17 


46.59 


COL1A1 


17 


48.6 


ABCC3 


17 


49.1 


NME2 


17 


49.6 


CLDN5 


17 


53.7 
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DCBLD2 


17 


71.4 


RPL38 


17 


72.7 


SMT3H2 


17 


73.6 


SYNGR2 


17 


76.6 


LGALS3BP 


17 


77.4 


P4HB 


17 


80.3 


PPAP2C 


19 


0.221 


CD81 


19 


0.8 


GPI 


19 


39.55 


HPN 


19 


40.2 


ZNF146 


19 


41.4 


SPINT2 


19 


43.4 


PSMD8 


19 


43.5 


YIF1P 


19 


43.5 


RPS16 


19 


44.6 


SYNGR3 


19 


44.6 


CEACAM5 


19 


46.9 


CEACAM6 


19 


46.9 


F0XP1 


19 


46.9 


TUBE1 


19 


46.9 


GIPR 


19 


50.8 


SNRPD2 


19 


50.9 


KDELR1 


19 


53.6 


CAT 


19 


60.6 


RPL28 


19 


60.6 


RPS5 


19 


63.6 


TRIM28 


19 


63.7 


DAP 


20 


35.6 


TOPI 


20 


40.3 


LIPC 


20 


42.9 


UBE2C 


20 


45.1 


RAP2A 


20 


56.8 


RPS21 


20 


61.6 


EEF1A2 


20 


62.8 


TFF3 


21 


42.6 


TFF1 


21 


42.7 


CSTB 


21 


44.1 


FALZ 


21 


46.3 



Revised manuscript-ONC-2005-01259 



NR4A1 


22 


21.2 


MIF 


22 


22.6 


XBP1 


22 


27.5 


DDX18 


22 


38.2 


PRDX4 


X 


22.9 


SYN1 


X 


46.3 


TIMP1 


X 


46.3 


LOCI 52 185 


X 


47.2 


PLP2 


X 


47.8 


MAGED1 


X 


50.3 


RPS4X 


X 


71 


PGK1 


X 


75.4 


RANBP1 


X 


77.2 


SSR4 


X 


152.6 
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Table 4S. Sequences of the siRNAs. 



EEF1A2mRNA 

sequence 

(NM_001958) 


Antisense siRNA Oligonucleotide Template 
5'AATAGGTGGACCCCCTCCCGGCCTGTCTC3' 




Sense siRNA Oligonucleotide Template 
5'AACCGGGAGGGGGTCCACCTACCTGTCTC3' 



KCIP-1 mRNA 

sequence 

(NM_003406) 


Antisense siRNA Oligonucleotide Template 
5'AACCCTGGGGACTACGACGTCCCTGTCTC3' 




Sense siRNA Oligonucleotide Template 
5'AAGACGTCGTAGTCCCCAGGGCCTGTCTC3' 
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INTRODUCTORY REMARKS 

Hi everyone, we are delighted that you could join us at our "From the General Counsel's 
Perspective" day-long CLE program. 

This is the second year that we have hosted the program with Stanford Law School, and 
we are excited for another great event. 

For those of you who are unfamiliar with Heller Ehrman, we are an international firm 
with offices across the United States and Asia. 

Over 70 of our clients have joined us here today, and have worked with us in many of our 
practice areas, including litigation, business and intellectual property. As you may notice 
from looking around you, we have quite a diverse client base, from established 
multinational companies to entrepreneurial, technology-driven enterprises in the life 
sciences and IT sectors. 

We are ranked 5 th on The American Lawyer 2006 A-List of top 20 law firms. Our 
program today highlights our specific experience in some of our core practice areas. 

You will find that there is a copy of the program agenda in your materials book which 
you should have received upon registering. We will open with a panel on Executive 
Compensation focusing on working with committees in 2007. You'll then hear from our 
Antitrust and Intellectual Property teams. 

We will break for lunch at Noon today. There will be a boxed lunch provided at the back 
of the room. We ask that you take your lunch and bring it back to your table, as our 
Elimination of Bias session will begin promptly at 12:30pm. 

We will then look forward to a session focusing on doing business in Asia, followed by a 
timely session on the changing role of the General Counsel in light of the recent SEC 
investigations. 

Our closing session features Joe Grundfest who we are thrilled is able to join us once 
again as our keynote speaker. 

We would like to announce the facility is equipped with wireless capabilities. The 
username is hellerehrman and the password is Stanford - all in lowercase. 

Please plan to stay for our evening cocktail/networking reception following Joe's 
presentation, where we will be raffling off a Solio, a new tech-y gadget which absorbs 
solar power to serve as a universal charger for everything from your cell phone to your 
iPod to your PDA and personal camera. 

By returning the newsletter checklist forms and CLE program evaluations, you are 
entered in our raffle to receive the Solio. 



I'd now like to introduce our first panel, featuring Sharon Hendricks and Garth Gartrell, 
two experienced shareholders in our compensation and benefits practice, and Mark 
Borges, principal at Mercer Human Resource Consulting. 
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Mooi, Leslie 

From: Mooi, Leslie 

Sent: Tuesday, January 09, 2007 3:22 PM 

To: 'Craig Wilde'; 'Joffre Baker' 

Subject: Our ref: 39740-0005EP European Patent Application No. 03786796 
Attachments: 998E9C2489F.pdf; 2007112714.doc 



Dear Joff and Craig 

Attached is a revised set of claims and a letter from our European associates with comments regarding 
the above-reference matter. Please review both the claim set and the comments. 

A response to the European Patent Office is due by January 23, 2007. (No extensions are possible) 
Please let me have your comments as soon as possible. 

In reviewing the claim set and response, , the associate has amended claim 1 to specify that the 
expression of "at least two" genes is being monitored, one of which is LAMC2. Our usual claim 
language simply requires that one gene, i.e. LAMC2, be monitored. The associate has provided reasons 
why they made this change. Please let me know if this language is acceptable. 

On page 2 under item 5 the associate is requesting additional experimental data that supports the genes 
recited in new claims 5 and 6. Please let me know if you have any additional data. Similarly regarding 
items 3.2 and 3.3 the associate is requesting experimental data. 

After you have had an opportunity to review the claims and the associates 1 letter, please call me to 
discuss the response. 

Best regards, Leslie 

Leslie Mooi | Attorney | HellerEhrmanLLP | 275 Middlefield Road | Menlo Park, CA 94025 
tel: +1.650.324.6786 | fax: +1.650.324.6647 | email: leslie.mooi@hellerehrman.com | web: 
www.hellerehrman.com 

RS Circular 230 Disclosure: To ensure compliance with requirements imposed by the IRS, we inform 
you that any tax advice contained in this communication (including any attachments) was not intended 
or written to be used, and cannot be used, for the purpose of (i) avoiding any tax penalty or (ii) 
promoting, marketing or recommending to another party any transaction or matter addressed herein. 



1/9/2007 



Closing Remarks 



I'd like to once again thank Joe Grundfest for speaking at our program, as well as all of 
our panelists from throughout the day. 

We hope you enjoyed today's program. Please stick around for our evening cocktail 
reception, just outside these doors. Remember, we are raffling off a Solio. For anyone 
who was not hear this morning, the Solio is a new universal charger which absorbs solar 
power to charge everything from your cell phone to your iPod to your PDA and personal 
camera. 



Thanks again. 



